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Fig S1 Differential expression analysis and WGCNA
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(Gene set enrichment analysis, GSEA)

Fig S2 GSEA of DRAMI1, FCER1G, FGFBP2, NAIP, and NCALD, respectively
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Fig S3 The correlations of biomarkers with pathways and immune cells were

analyzed
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Fig S4 Construction of the nomogram (Validation set)



